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PERSONAL STATEMENT

Metabolites are the foundation of life. With its excellent sensitivity and accuracy, mass spectrometry
has become the best tool for systematically measuring metabolites. Currently, only about 10% of
detected metabolites can be annotated, leaving the rest unidentified metabolites as the “dark matters”
in the life science. My research focuses on developing computational methods to enhance metabolite
identification using mass spectrometry. [ am particularly interested in leveraging public metabolomics
repositories and applying machine learning and big data strategies to improve annotation rates.
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